Supplementary
In-situ hybridization for Nkcc1 transcripts in the developing hippocampus. transcript levels in the hippocampus decrease from postnatal day 1 (P1) to P15.
Levels were determined by quantitative RT PCR, and normalized to those of hypoxanthine guanine phosphoribosyl transferase (HPRT), and to the WT values at P1 (mean ± SEM, n = 3 animals). (J) Kcc2 transcripts increased during the same period and did not change in Nkcc1 -/-mice (n = 3 animals per genotype).
Scale bar in (H) corresponds to 50 µm for (A-H); pc: pyramidal cell layer; dg: dentate gyrus. Asterisks (**) indicate significance (p<0.01, t-test). 
Suppl. Figure S2

Suppl. Figure S3A
Detection of spontaneous calcium transients. Representative recordings from P2
and P4 WT and Nkcc1 -/-slices (also shown in Fig. 2A ). Calcium transients that were identified by a mathematical routine (Suppl. Methods) are marked by red dots. Detection parameters were conservatively chosen to underestimate rather than to overestimate spike rates and synchronous events. Missed events were rare (<10%) while events that were erroneously assigned as calcium transients by the routine were minimized (< 2%). Numbers assigned to each trace correspond to cells in the respective raster plot diagram (Fig. S3B ). Scale bars:
horizontal 100 s; vertical 0.15 F 340 /F 380 . mice; GABA: mean ± SEM = 1.01 ± 0.08, Glutamate: mean ± SEM = 3.79 ± 0.17; t-test GABA: p>0.5, t-test Glutamate: p>0.5).
Suppl. Figure S3B
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Suppl. Figure S7
Normal pre-and postsynaptic marker protein levels in the Nkcc1 -/-hippocampus. qRT-PCR quantification of selected genes in vs WT: Figure S12 
